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Year In Review

Family Finder – March 2010

•Massive undertaking from IT infrastructure standpoint

•Proprietary computer cluster

•Currently processed total:

• ~250 terabytes for matching

• ~65.5 Million Songs

• ~350,000 CD’s

•Equates to ~1 TB/hour per run

•3.5 billion segments detected

•Potentially reach 3.8 petabytes for matching by 2011 with current growth rate
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Year In Review

• GEDCOM Viewer – Old Version
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Year In Review

• GEDCOM Viewer – New Version



© 2010 Family Tree, All Rights Reserved 5

Year In Review

GAP 2.0 – October 2010

• Launch this week

• Beta testing was major help and greatly appreciated

• Features

• Single sign-on via personal usernames

• Per group email addresses

• New reports and charts

• Filtering data
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Year In Review

GAP 2.0 – Y-DNA Report Format

• Current Format –

• DYS393,DYS390,DYS391,DYS426,DYS385a,DYS385b,DYS446,DYS413a,DYS413b,DYS413c

• Science discovers DYS385c and DYS413d

• Possible solutions

• DYS393,DYS390,DYS391,DYS426,DYS385a,DYS385b,DYS385c,DYS446,DYS413a,

DYS413b,DYS413c,DYS413d

• All systems require upgrades.

• DYS393,DYS390,DYS391,DYS426,DYS385,DYS446,DYS413

• All systems require upgrades.
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Year In Review
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Year In Review

GAP 2.0 – Y-DNA Report Format

• Science discovers DYS385d and DYS446b

• Possible solutions (cont.)

• DYS393,DYS390,DYS391,DYS426,DYS385a,DYS385b,DYS385c,DYS385d,DYS446a,DYS446b,DYS413a,

DYS413b,DYS413c,DYS413d

• All systems require upgrades (once again).

• DYS393,DYS390,DYS391,DYS426,DYS385,DYS446,DYS413

• No system changes required (after the first time).
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Year In Review
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Looking Ahead

GAP 2.1 – Spring 2011

•Your suggestions are welcome through the FEEDBACK link

•ALL suggestions are read by an IT staff member to access feasibility 

•Potential features – Your suggestions

• FAVORITES tab for links to most used pages

• Default to project from last login

• Ability to order subgroups

• Add Deep Clade charts to public website

• Advanced marker chart
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Looking Ahead

Micro Alleles & Palindromic Markers – Spring 2011

•Micro Alleles

• Provide higher resolution

• Effectively act as new data points

•Palindromic Markers

• Using all available data points

• More accurate matching and genetic distance

• Solves DYS425 issue; comparing 12 to NULL will equal 1

•New Markers
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Looking Ahead

My FTDNA 2.0 – Spring 2011

• Similar to GAP 2.0 in look and goals

• Larger content area by using top navigation bar

• Chromosome browser

• Haplotree

• My Maps

• New reports

• Detailed lab process reporting
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Looking Ahead

My FTDNA 2.0 – Spring 2011

• Y-DNA Matching Advanced View

• Group matches by name

• Show most relevant information

• Markers tested

• E-mail address

• TiP report

• GEDCOM

• Advanced filtering



© 2010 Family Tree, All Rights Reserved 1515



© 2010 Family Tree, All Rights Reserved 

Looking Ahead

• My FTDNA 2.0 – Spring 2011

• Section landing pages

• Allows for a better learning experience

• A seamless transition for new customers to their results
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Looking Ahead

My FTDNA 2.0 – Spring 2011

• Customer Profiles

• Social networking model

• See the profiles of your matches

• Consolidate most relevant information 

• Reduce email correspondence with false positives
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The End

Beyond 2011

• As science changes, we must change to remain relevant and accurate

• Expect change

• Embrace change

• And remember everything we do, we do for you
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The End

For all the IT people here, here is a like joke

Q & A

while ( presentation.length < max_presentation_length)

{

me.answer( audience[ Math.random() * audience.length].question );

}

me.say( audience, “Thank you.” );

me.exit();


